Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.129; data-to-parameter ratio = 18.6.
In the title compound, C 17 H 18 N 2 O 2 S 2 , the angle between the mean plane defined by the atoms of the 5,6-dihydro-4H-cyclopenta [b] thiophene moiety (r.m.s. deviation = 0.19 Å ) and the phenyl ring is 72.8
(2). The molecular conformation is stabilized by an intramolecular N-HÁ Á ÁO interaction, which generates an S(6) ring motif. In the crystal, pairs of N-HÁ Á ÁS hydrogen bonds link the molecules to form inversion dimers with an R 2 2 (8) ring motif.
Related literature
For background to 2-aminothiophene derivatives, see: Puterová et al. (2010) . For the biological activity of 2-ureidoand 2-thioureido-thiophene-3-carboxylate derivatives, see: Arhin et al. (2006) ; Saeed et al. (2010) . For the synthesis of 2-aminothiophenes, see : Gewald et al. (1966) . For a related structure, see: Larson & Simonsen (1988) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: COLLECT (Nonius, 1997); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997) and SCALEPACK; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999 
Refinement
All H atoms attached to C atoms and N atom were fixed geometrically and treated as riding with C-H = 0.93 Å (aromatic) or 0.97 Å (methylene) and N-H = 0.86 Å with U iso (H) = 1.2U eq (C or N).The maximum and minimum residual electron density peaks were located 0.60 and 0.82 Å, from the C2 and S2 atoms respectively.
Computing details
Data collection: COLLECT (Nonius, 1997); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO and SCALEPACK (Otwinowski & Minor, 1997 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

